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Fig. lA 

ATGAAGCTCGCCGCCCTCCTGGGGCTCTGCGTGGCCCTGTCCTGCAGCTCCGC 

TCGTGCTTTCTTAGTGGGCTCGGCCAAGCCTGTGGCCCAGCCTGTCGCTGCGC 

TGGAGTCGGCGGCGGAGGCCGGGGCCGGGACCCTGGCCAACCCCCTCGGCA 

CCCTCAACCCGCTGAAGCTCCTGCTGAGCAGCCTGGGCATCCCCGTGAACCA 

CCTCATAGAGGGCTCCCAGAAGTGTGTGGCTGAGCTGGGTCCCCAGGCCGTG 

GGGGCCGTGAAGGCCCTGAAGGCCCTGCTGGGGGCCCTGACAGTGTTTGGC 



Fig. IB 

CGTGCTTTCTTAGTGGGCTCGGCCAAGCCTGTGGCCCAGCCTGTCGCTGCGCT 

GGAGTCGGCGGCGGAGGCCGGGGCCGGGACCCTGGCCAACCCCCTCGGCAC 

CCTCAACCCGCTGAAGCTCCTGCTGAGCAGCCTGGGCATCCCCGTGAACCAC 

CTCATAGAGGGCTCCCAGAAGTGTGTGGCTGAGCTGGGTCCCCAGGCCGTGG 

GGGCCGTGAAGGCCCTGAAGGCCCTGCTGGGGGCCCTGACAGTGTTTGGC 



Fig. IC 

TTCTTAGTGGGCTCGGCCAAGCCTGTGGCCCAGCCTGTCGCTGCGCTGGAGTC 

GGCGGCGGAGGCCGGGGCCGGGACCCTGGCCAACCCCCTCGGCACCCTCAAC 

CCGCTGAAGCTCCTGCTGAGCAGCCTGGGCATCCCCGTGAACCACCTCATAG 

AGGGCTCCCAGAAGTGTGTGGCTGAGCTGGGTCCCCAGGCCGTGGGGGCCGT 

GAAGGCCCTGAAGGCCCTGCTGGGGGCCCTGACAGTGTTTGGC 
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Fig. 2A 

MKLAALLGLCVALSCSSARAFLVGSAKPVAQPVAALESAAEAGAGTLANPLGTL 
NPLKLLLSSLGIPVNHLIEGSQKCVAELGPQAVGAVKALKALLGALTVFG 

Fig. 2B 

RAFLVGSAKPVAQPVAALESAAEAGAGTLANPLGTLNPLKLLLSSLGIPVNHLIE 
GSQKCVAELGPQAVGAVKALKALLGALTVFG 

Fig. 2C 

FLVGSAKPVAQPVAALESAAEAGAGTLANPLGTLNPLKLLLSSLGIPVNHLIEGS 
QKCVAELGPQAVGAVKALKALLGALTVFG 
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Fig. 3A 

ATGAAGCTTACCACCACCTTTCTAGTGCTCTGTGTGGCTCTGCTCAGTGACTC 

TGGTGTTGCTTTCTTCATGGACTCATTGGCCAAGCCTGCGGTAGAACCCGTGG 

CCGCCCTTGCTCCAGCTGCAGAGGCTGTGGCAGGGGCTGTGCCTAGCCTACC 

ATTAAGCCACTTGGCCATCCTGAGGTTCATCCTGGCCAGCATGGGCATCCCAT 

TGGATCCTCTCATAGAGGGATCCAGGAAGTGTGTCACCGAGCTGGGCCCTGA 

GGCTGTAGGAGCTGTGAAGTCACTGCTGGGGGTCCTGACAATGTTCGGT 



Fig. 3B 

GTTGCTTTCTTCATGGACTCATTGGCCAAGCCTGCGGTAGAACCCGTGGCCGC 
CCTTGCTCCAGCTGCAGAGGCTGTGGCAGGGGCTGTGCCTAGCCTACCATTA 
AGCCACTTGGCCATCCTGAGGTTCATCCTGGCCAGCATGGGCATCCCATTGG 
U ATCCTCTCATAGAGGGATCCAGGAAGTGTGTCACCGAGCTGGGCCCTGAGGC 
Q TGTAGGAGCTGTGAAGTCACTGCTGGGGGTCCTGACAATGTTCGGT 

y= 

m Fig. 3C 

Hj TTCTTCATGGACTCATTGGCCAAGCCTGCGGTAGAACCCGTGGCCGCCCTTGC 

! TCCAGCTGCAGAGGCTGTGGCAGGGGCTGTGCCTAGCCTACCATTAAGCCAC 

i TTGGCCATCCTGAGGTTCATCCTGGCCAGCATGGGCATCCCATTGGATCCTCT 

pi CATAGAGGGATCCAGGAAGTGTGTCACCGAGCTGGGCCCTGAGGCTGTAGGA 

m GCTGTGAAGTCACTGCTGGGGGTCCTGACAATGTTCGGT 

ry 
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Fig. 4A 

MKLTTTFLVLCVALLSDSGVAFFMDSLAKPAVEPVAALAPAAEAVAGAVPSLPL 
SHLAILRFILASMGIPLDPLIEGSRKCVTELGPEAVGAVKSLLGVLTMFG 

Fig. 4B 

VAFFMDSLAKPAVEPVAALAPAAEAVAGAVPSLPLSHLAILRFILASMGIPLDPLI 
EGSRKCVTELGPEAVGAVKSLLGVLTMFG 

Fig. 4C 

FFMDSLAKPAVEPVAALAPAAEAVAGAVPSLPLSHLAILRFILASMGIPLDPLIEG 
SRKCVTELGPEAVGAVKSLLGVLTMFG 
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Breast Cancer Cell Lines 
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Fig^ 

CGGCCGGGGAGGCGGCCGGGAGTGAGGCCTGATCGTCCCTGGCGCCTCCACC 

TCCCCAGGCGCAGAAGGCGCCCACGAGGACCCCCAGTGCCCGACGTTGCCAC 

GGTCTGGGATCAGAGGCAGGGACCAGGGAGCCAGGAACTGCGCCGCCCCCG 

CCCCTGCCCTGGCGCGAGGGAAGCTCCCTCACCNGAGGGAAGCTCCCCTCAC 

CCGGCCCAGCCCTGCAGGGGGGCGCGTGGGGTCAGACCGCAAAGCGAAGGT 

GCGGGCCGGGGTGGGCCTCGCGGAGACAAAGGCCGGGCCTGCCTCTCTCAGA 

GGGCCCCAGCGCCTGCCAAGAGGAAGTCCTCGAGGCCCGGGCAGGGAAGGG 

GGCACGGGCTTCCCAGGGCCCGCCGGCCGCAGCAGGAAGTTGGCCAGGGCA 

CGGCCGTGAGCGGAGCGGGCAGGGCTTTCTCAGGAGCGCGGGCGAGGCCGG 

CGCTGGAGGGGCGAGGACCGGGTATAAGAAGCCTCGTGGCCTTGCCCGGGC 

AGCCGCAGGTTCCCCGCGCGCCCCGAGCCCCCGCGCC 
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Fig. 9A 

GTTCTCTGTTTTGTGTTGGTAGGCGTTGCTTTCTTGGTGGATTCACTGGCCAAG 

CCTGTGGTAGAACCCGTGGCTGCCATTGCTACAGCTGCAGAGGCTGTGGCAG 

GGGCTGTGCCTAGCCTACCATTAAGCCACTTGGCCATCCTGAGGTTCATCGTG 

ACCAGCCTGGGCATCCCATTGGATCCTCTCATAGATGGTTCCAGGAAGTGCGT 

CACCGAGCTGGGCCCTGAGGCTGTAGGAGCTGTGAAGTCACTGCTGGGGGCC 
CTGACAACGTTCGGT 



Fig. 9B 

VLCFVLVGVAFLVDSLAKPVVEPVAAIATAAEAVAGAVPSLPLSHLAILRFIVTSL 
GIPLDPLIDGSRKCVTELGPEAVGAVKSLLGALTTFG 

o 
o 

t& Fig. 9C 

|| TTCTTGGTGGATTCACTGGCCAAGCCTGTGGTAGAACCCGTGGCTGCCATTGC 
Ci TACAGCTGCAGAGGCTGTGGCAGGGGCTGTGCCTAGCCTACCATTAAGCCAC 
TTGGCCATCCTGAGGTTCATCGTGACCAGCCTGGGCATCCCATTGGATCCTCT 
h CATAGATGGTTCCAGGAAGTGCGTCACCGAGCTGGGCCCTGAGGCTGTAGGA 
jjj GCTGTGAAGTCACTGCTGGGGGCCCTGACAACGTTCGGT 
hi 

rij 

fij Fig.9D 

FLVDSLAKPVVEPVAAIATAAEAVAGAVPSLPLSHLAILRFIVTSLGIPLDPLIDGS 
RKCVTELGPEAVGAVKSLLGALTTFG 
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Fi g. 15 

ATGTTCAAGCTGTCTGCCCTCGTTGTCCTGTGCGCTCTGGTGGCCTGCTCCTCG 

GCTGAGCCCAAGCCCGCTATCCTGGCCGCCGCTCCAGTGGTTGCAGCTGCTCC 

TGCCGGCGTGGTCACCGCTACCAGTTCGCAGTACGTGGCCCGCAACTTCAAC 

GGTGTGGCTGCTGCTCCAGTTGTTGCCGCTGCCTACACCGCTCCAGTTGCCGC 

CGCTGCCTATACCGCTCCAGTTGCCGCCGCTGCTTATACCGCTCCAGTTGCCG 

CTGCCTACTCTGCTTATCCGTATGCCGCCTACCCTTACAGCGCTGCATACACC 

ACTGTnTG 
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Fig. 16 

ATGAAATTCCTCGCCGTCTGCTTCTTCGCTGTTGTGGCTGTGGCTGCTGCCAA 

ACCCGGTATTGTGGCTCCTCTGGCCTACACCGCTCCGGCTGTGGTGGGCAGTG 

CCGCCTACGTGGCTCCCTACGCCTCCAGCTACACCGCCAACTCGGTGGCCCAC 

AGCGCCGCCTTCCCAGCTGCCTACACCGCCGCCTACACTGCTCCCGTTGCTGC 

TGCCTATACCGCTCCAGTGGCTGCTGCTTATACCGCTCCAGTGGCCGCTGCGT 

ACGCCGCCCCAGCTGCCTATACCGCTGCCTACACCGCCCCCATTGCCCGTTAT 

GCCGCCACCCCCTTCGCAGCACCCATCGCCGCTCCCGTGGCTGCCGCCTACAC 

CGCCCCCATCGCCGCCGCTGCCCCAGTTCTGCTGAAGAAG 



